T2DM (2)
gene with insulin resistance, dyslipidemia and obesity (9) (10) (11) . The aim of this study was to determine the associations between the mentioned gene polymorphisms (ACE, MTHFR, FABP2), and T2DM with dyslipidemia.
Materials and methods

Subjects
A written informed consent was taken from all participants before collecting their blood samples. 
DNA extraction
Five milliliters of peripheral blood was collected from all the subjects in 0.5 M EDTA tubes. Genomic DNA was isolated from whole blood using the standard phenol-chloroform extraction method (13) . The DNA concentration was determined by Nanodrop and stored at -20 C. 
Analysis of polymorphisms
Statistical analysis
The sample size was calculated (calculations were based on the proportion of ACE genotypes among the cases and controls) using the following formula:
where N is the required sample size for one group (when the groups are equal), Z is the level of significance, p1 = 0.576 and p2 = 0. 
